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The analysis of electrophoretic data often requires the testing of random associations of alleles among loci to allow inferences about gametic disequilibrium and population subdivisions. The data to be tested involve mutiallelic loci with many rare alleles which lead to contingency tables with very small expectations. To avoid this problem, the usual practice has been either to exclude or to pool frequencies of rare alleles. This practice is however undesirable since rare alleles may provide more information about levels of gene flow among subpopulations than the more common ones (Slatkin, 1985) . Nass (1959) developed a x2 test for small expectations in contingency tables which was used by Ahmad and Hedrick (1985) to test for random associations of alleles between two loci in natural population of the blue mussel, Mytilus edulis. They found no evidence for association. We also applied this test in a sample of 2-yr-old mussels, Mytilus edulis, for the same purpose (Zouros et a!., submitted). 376 mussels were scored for seven 
